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UniProt RDF

UniProtid. 2006 S5RDFARZHEFELTED. ZOEATHEMBRIET—IR—Z¢E LT
IZFEER R TFEE. T —IN—ZXAZRDF{t I 25 ICIEREICSEICKED T,

UniProt ®RDFhRIZ. ftpt b SF DY O—RTEXT,

ftp://ftp.uniprot.org/pub/databases/uniprot/current_release/rdf/

© @ > M www.uniprot.org/uniprot/O88559 % i) (@)
A N>--97] V7 Ny

+

~ | Q search ‘;

- R et & T \\:‘,\& \ L P
BLAST Align Retrieve/ID mapping Peptide search Help Contact ]

UniProtkKB - 088559 (MEN1_MOUSE)
Display \, BLAST | Align || &) Format | @ Add to basket @ History “® Feedback I Help video D Other tutorials and videos
_ View format x

Protein' Meni .
Publications

Gene Men] FASTA (canonical)
Feature viewer FASTA (canonical & isoform)

BRDYVINJEIY RN —DR—=IH5,
Feature table Organism 1 oFmL . I hKY—BE{TRDFZ AovAO—KRdg52

All None Status | M r| GFF

— EHLTEET,

v|Names & Taxonomy

http://www.uniprot.org/uniprot/O88559



RDFDZET7 #—V v FNEDZEH

RDFICIE. WLDOQDT7 A= bHHDFT (RDF/XML. N-Triples. Turtle. TriG.
N3. JSON-LD) o

FIDRXZA4 RTHEN L. UniProtO&Z& Ty KN —R—=—I M55 o>V O0—-RKTE3RDF7 7
A )UIERDF/XML7 #—< v b T ABICIIHAZEH WD T, TurtlelcZHa9 5 2 & THE
AT <D £,

Zi#ald. Raptor (RDFZ/N—X/ U FPZAXF2dDZ4TZ"), http://
librdf.org/raptor/) IC&FNTWS rapper 2—F7 4 VT4 TITSZENTEXT,

> rapper -1 rdfxml -o turtle 088559.rdf > 088559.ttl
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UniProt RDFD#&:&

@prefix : <http://purl.uniprot.org/core/>

<http://purl.uniprot.org/uniprot/088559> a :Protein

<http://purl.uniprot.org/uniprot/088559> M &>
BYVINVBIY MN)—DURID. :Protein EEZSZN
TWT, EFNICEZDDBRITZI M SUND




UniProt RDFD#&:&

UniProtkB - 088559 (MENT_MOUSE)

D‘gmay ‘ %\, BLAST || = Align | & Format ‘ @ Add to basket ‘ ® History ‘ € Feedback B Help video @ Other tutorials and videos

m View this entry in a different forme

Protein | Menin

Publications e | Mant Protein name ®Menin & Gene name @
Men1 ', RDFTED &L SIckEhTWVnEh

Organism Mus musculus (Mouse)

Feature viewer

Feature table

All None Status ‘h Reviewed - Annotation score: ®@®@®® - Experimental evidence at protein level®

@prefix : <http://purl.uniprot.org/core/> .

<http://purl.uniprot.org/uniprot/088559> a :Protein
:encodedBy <http://purl.uniprot.org/uniprot/088559#gene-MD5948FF492D4C49D3B58EB3BDC162CFE26>
:recommendedName <http://purl.uniprot.org/uniprot/088559#SIPC75DF59E860493C8> ;

<http://purl.uniprot.org/uniprot/088559#SIPC75DF59E860493C8>
:fullName "Menin" ;
a :Structured Name .

<http://purl.uniprot.org/uniprot/088559#gene-MD5948FF492D4C49D3B58EB3BDC162CFE26>
a :Gene ;
skos:prefLabel "Menl"



UniProt RDFD#&:&

UniProtkB - 088559 (MENT_MOUSE)

D\%play ‘ %, BLAST || = Align | B5) Format | # Add to basket ‘ ® History ‘ “® Feedback B Help video @ Other tutorials and videos

m View this entry in a different format

Protein | Menin

Gene Menl

Organism | Mus musculus (Mouse) Organism ® Mus musculus (Mouse)h’. RDF
TEDLSICERBENTVWSD

Publications
Feature viewer

Feature table

All None Status h Reviewed - Annotation score: @@@@®

<http://purl.uniprot.org/uniprot/088559> a :Protein .
:organism <http://purl.uniprot.org/taxonomy/10090> ; 088559.ttl [cld. Taxonomy ID

(10090)ETULEHREhTWIEEA

<http://purl.uniprot.org/taxonomy/10090>
a :Taxon ;
:commonName "Mouse" ;

:mnemonic "MOUSE" ; taxonomy:10090
:rank :Species ;

o " " DEFMIBFR I,
:scientificName "Mus musculus” ; —zave
rdfs:subClassOf <http://purl.uniprot.org/taxonomy/862507> ; taxonomy.ttl |cEC:H
skos:narrowerTransitive <http://purl.uniprot.org/taxonomy/10091>, =nTws

<http://purl.uniprot.org/taxonomy/10092>,
<http://purl.uniprot.org/taxonomy/116058>,




UniProt RDFD#&:&

Display =
i) Function

Entry |

o Essential component of a MLL/SET1 histone methyltransferase (HMT) complex, a complex that specifically methylates 'Lys-4' of
Publications histone H3 (H3K4). Functions as a transcriptional regulator. Binds to the TERT promoter and represses telomerase expression.
Plays a role in TGFB1-mediated inhibition of cell-proliferation, possibly regulating SMAD3 transcriptional activity. Represses JUND-
mediated transcriptional activation on AP1 sites, as well as that mediated by NFKB subunit RELA. Positively regulates HOXC8 and
Feature table HOXC6 gene expression (By similarity). May be involved in normal hematopoiesis through the activation of HOXA9 expression.
May be involved in DNA repair. # By similarity # 1 Publication «

Feature viewer

All None
“VTU__‘@ 0 ‘ GO - Molecular function’ 5 X
- ‘ = chromatin binding ¢ Source: MGI + GO annotation ® chromatin
v[Names & Taxonomy = DNA binding € Source: MGI SR > = [==T>
‘\‘-i;mt:c‘sf location ‘ = double-stranded DNA binding ¢ Source: MGI blndlng Li‘ t a)J: 2 “" Eaﬁéhf "\%b\
. = four-way junction DNA binding € Source: MGI
~v|Pathol./Biotech ‘ = protein binding, bridging € Source: MGI
‘ ™V ‘ = protein N-terminus binding ¢ Source: MGI
& ! = R-SMAD binding ¢ Source: MGI
v|Expression ‘ = sequence-specific DNA binding ¢ Source: MGI «
" Interaction ‘ = transcription regulatory region DNA binding € Source: MGI
= = Y-form DNA binding ¢ Source: MGI

<http://purl.uniprot.org/uniprot/088559>

a :Protein .
:classifiedWith <http://purl.obolibrary.org/obo/GO _0000122>,

<http://purl.obolibréry.org/obo/GO_0603682>,
; go:GO_0003682%

obo:GO_0003682 o
a owl:Class ; SFHEEHRIE. go.ttl

rdfs:label "chromatin binding" ;
rdfs:subClassOf obo:GO 0005488 .

CEoiREnTWS




UniProt RDFD#&:&

=unctio GO - Molecular function' . ) -
3 clio | i GO annotation ® Source:MGli&, &
‘ Names & Taxonomy = DNA binding # Source: MGI ~ = [—=a> \
| v|Subcell. location | = double-stranded DNA binding ¢ Source: MGI o)ck 2 “- nEl’téhT L\%b

<http://purl.uniprot.org/uniprot/088559>
a :Protein .
:classifiedWith <http://purl.obolibrary.org/obo/GO_0000122>,

<http://purl.obolibrary.org/obo/GO_0003682>,

<http://purl.uniprot.org/uniprot/# kb.088559 up.classifiedWith _obo.GO_0003682>
:attribution <http://purl.uniprot.org/uniprot/088559#attribution-0020AFA47BB288231A49330BFA13AADF>,
<http://purl.uniprot.org/uniprot/088559#attribution-05EC9312E990B877EC8BC3ADFO7EA7D6>,
<http://purl.uniprot.org/uniprot/088559#attribution-AF533202130C9732B5E56B6FB5QFCC79>;
rdf:object <http://purl.obolibrary.org/obo/GO_0003682> ;
rdf:predicate :classifiedWith ;

rdf:subject <http://purl.uniprot.org/uniprot/088559> ;
a rdf:Statement . ECO_0000314(%. direct assay

evidence used in manual assertion

<http://purl.uniprot.org/uniprot/088559%attribution-0020AFA47BRd¥3231A49330BFA13AADF>
dcterms:creator <http://purl.uniprot.org/goa-projects/MG#> ;
:evidence <http://purl.obolibrary.org/obo/ECO 0000314> ;
:manual true ;
:source <http://purl.uniprot.org/citations/16415155> .




RDF Reification
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UniProt RDFD#&:&

Binary interactions’
088559 has binary interactions with 2 proteins

Subcellular location «

YNV EHEERDRERIFESHE>T

MEN1_MOUSE
NR1H3_MOUSE
PPARA_MOUSE

Wwah

MEN1_MOUSE
NR1H3_MOUSE

PPARA_MOUSE
Show more details

<http://purl.uniprot.org/uniprot/088559>
a :Protein .
:interaction <http://purl.uniprot.org/uniprot/088559%interaction-3990176-5273083>,
<http://purl.uniprot.org/uniprot/088559#interaction-3990176-5276764> ;

<http://purl.uniprot.org/uniprot/088559#interaction-3990176-5273083>
:experiments "2"~M<http://www.w3.0rg/2001/XMLSchema#int> ;
:participant <http://purl.uniprot.org/intact/EBI-3990176>,
<http://purl.uniprot.org/intact/EBI-5273083> ;
:xeno false ;
a :Interaction, :Non Self Interaction .

<http://purl.uniprot.org/intact/EBI-5273083>
a :Participant ;
rdfs:label "Ppara" ;
owl:sameAs <http://purl.uniprot.org/uniprot/P23204> .




EBI RDF platform

# EMBL-EBI  q Services %% Reseach & Training @ Aboutus Q EMBL-EBI Hinxton ~

RDF platform A < ' - EBIDARHEULT L\%j_-—gx\“_;(@q;.—?\
Linked Open Data platform for EBI data e ¥ X RDF{EéhTC%@%—%—C‘g%ﬂ—EZO

RDF Platform Datassts Documentation

The EBI RDF Platform aims to bring together the efforts of a number of EMBL-EBI resources that

provide access to their data using Semantic Web technologies. It provides a unified way to query [{AS
across resources using the W3C SPARQL query language. We welcome comments or questions via M EE¢| j: z » Lj: N E n S el I I b | y C h E M B L,

email rdf-req[at]ebi.ac.uk. cumentation

Explore the data via our new SPARQL Endpoint. Biosample, ExpressionAtlaS,

- N
BioModels, Reactome  AAFEEINT
EBI's RDF platform gets a major update! Read on for more information on the new infrastructure,
update process and future plans! L \ % o

IMPORTANT Note: Requests to the old SPARQL endpoints listed balow are getting
rediracted now to new unified and updated S nt. Please read the news post
above for more information about these changes!

* New RDF platform released!
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http://www.ebi.ac.uk/rdf/services/ensembl/spargl

http://www.ebi.ac.uk/rdf/services/chembl/sparg|
http://www.ebi.ac.uk/rdf/services/biosamples/sparqgl

http://www.ebl.ac.uk/rdf/services/biomodels/sparqg|

http://www.ebi.ac.uk/rdf/services/atlas/sparq|

RDF Datasets

| Expression | o
k.’Ensembl PG O g L
’ =
Q:% BioModels
EMBL-EBI Services Industry About EMBL-

Area EBI

EBI Worksnops

Train at EB

By top
By name (A-2) 3] .
Help & Support Postdocs & PhDs

ps

ain oul
ain online SME Forum

T
T
Contact organisers

This website uses cookies. By continuing to browse this site, you are agreeing to the use of our site cookies. To find out more, see
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EBI RDF platform

Baseline expression schema

[ allas;Experment

-hasPart
:hasPart

propertyType

Experiments have parts which are the assays and the analysis of the data generated by the
assay. Each assay may have multiple sample inputs. Each baseline expression may
reference one or more assays. For convenience the primary faclor being tested in the assay
is also linked directly from the analysis object. Baseline expression values are measured in
fpkm (Fragments Per Kilobase of transcript per Million) and each value is cross linked to a
gene entry from ensembl.

:hasOutput
“hasReferenceAssay
Sample | |
(instance of a class from atlas:Assay | atlas: A atlas {
an ontolegy) L J
“fokm
:hasinputSampleCharacteristic
propertyValue shasFactorValug refers to"

Experimental Faclor (instance of a
class from an ontolegy)

atlas:EnsemolDatabaseReference

atlas: <http://rdf.ebi.ac.uk/terms/expressionatlas/>

Experiments have parts which are the assays and the analysis of the data generated by the

Differential gene expression

assay. Each assay may have multiple sample inputs. Each differential analysis references

one of mare control {or reference assays) and one or more test assays. For convenience the

hasPart

sproperty Type

hasReferenceAssay

) primary factor being tested in the assay is also linked directly from the analysis object
Experiment Differential expression measurements include the foldChange, tStatistic and pValue. Each
value is cross linked to a gene entry from ensembl and in the case of aray experiments the

array reporter (probe} is also linked

foldChange

hasCulput

Sample

allas.Diff ialE: jonRali

(instance of 2 class from atlas:Assay atlas:C

an ontology)

(can be increasad or decreased type)

:hasTestAssay

“hasinputSampleCharactenstic
:propertyValue

Expenmental Factor (instance of a
class from an ontology)

atlas: <http://rdf.ebi.ac.uk/terms/expressionatlas/>

AStatistic
Srefers to'

Jrefers to'

ofo:EFC_0000260 {Array

ufo:EFO_0005072 (array reporler) ot

partof
atias:EnzemblDatabaseReference

ExpressionAtlasdD X+ —< K]

EBI RDF platform Tl&.
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PubChem RDF

e ® I pubchem.ncbi.nim.nih.gov/rdf,

PubChemRDF Release Notes

V1.6.1 beta (See the V1.6 beta Release Notes)
Total number of triples: 103,280,532,587 (last update on: 09-25-2017) Sl CEENIEEREEESE 1L El]

1. Introduction

1. Introduction

1.1. What is RDF?
Semantic Web technologies are emerging as an increasingly important approach to 1.2. How can PubChemRDF help your research?

distribute and integrate scientific data. These technologies include the trio of the
Resource Description Framework (RDF), Web Ontology Language (OWL), and SPARQL
query language. The PubChemRDF project provides RDF formatted information for
the PubChem Compound, Substance, and Bioassay databases.

N

. Ontology-based Data Integration

w

. PubChemRDF URI Constructions

>

PubChemRDF Subdomains

4.1. PubChem Compound
1.1. What is RDF? 4.2. PubChem Substance
4.3. PubChem Descriptors

. . ~ . . . _ 4.4. PubChem InChiKey
RDF constitutes a family of World Wide Web Consortium (W3C) specifications fo 4.5. PubChem Synonym

data interchange on the Web. RDF breaks down knowledge into machine-readable 4.6. PubChem BioAssay
discrete pieces, called “triples.” Each “triple” is organized as a trio of ‘subject- 4.7. PubChem MeasureGroup
4.8. PubChem Endpoint

i 4.9. PubChem Protein
hypercholesterolemia,” the subject is “atorvastatin”, the predicate is “may treat”, 4.10. PubChem ConservedDomain

predicate-object’. For example, in the phrase “atorvastatin may treat

and the object is “cholesterol.” RDF uses a Uniform Resource Identifier (URI) to 4.11. PubChem Gene
name each part of the “subject-predicate-object” triple. A URI looks just like a 4.12. PubChem Biosystem
) ) 4.13, PubChem Neighbor
typical web URL. RDF is a core part of semantic web standards. As an extension of 4.14. PubChem Source
the existing World Wide Web, the semantic web attempts to make it easier for 4.15. PubChem Reference
users to find, share, and combine information. Semantic web leverages the 4.16. PubChem Concept

following technologies: extensible markup language (XML), which provides syntax . RESTful INTERFACE

v

for RDF; web ontology language (OWL), which extends the ability of RDF to encode

5.1. URI Dereferenci
information; resource description framework (RDF), which expresses knowledge; ng

5.2. Query RESTful Interface
and RDF query language (SPARQL), which enables query and manipulation of RDF 5.3. HTTP Response Status

content.

o

. RDF FTP Download Directory Layout

https://pubchem.ncbi.nlm.nih.gov/rdf/

Reactome RDF
UniProt RDF

exact match

- //,mrm to —_— - neighbor
[ { ~1os part———— gonserveddomai by [
GO | p, N
dose metch | /“ participates in b tem ciscussed by \‘
- utse refer
| z % Do} | v
participates in; / parficpstes bn — l ! participates in
has function; \ / gene [ aiscussed biy——» v
located at; N \ {/ e > reference ——
N\ '/ encoded by / . ——dscussed by > x \\
PRO <+——tyse—— protein |— ’f/f e V4 \
- has participant cites” e
’;/ J/ ‘/,/ / CHEMINF \ ]
~ / -
t H discussed by . ! .
/ nas porticipont | BAQ +—twe—— endpoint u il s subject term;
x / " / / ,
/ has GBI descriptor
/ _— is about /
Measuregroup je_ | S/ - ~— /
x B in | has attn fute has attribute | /
AN . v /m X /
[N substance has standardized compeu » compound H—" ChEBI
\_ | ChEBI «—tye - v }-{—tyoe—»: NDF-RT
\ /! / [ B iyl
\ [N e ~ NCIt
\ /| N\, %
has measuregroup oobree / \ yd i attribute of N
\\ soyree [ has attribute - dose Match
\ / Iz atribute of | N
N\, / / N\ s
Y 4 / W e R ik
bioassay source » source | ) synonym inchikey J Wikidats RDF
—— | - - T |
/‘ L h b, & t / ‘
link to pdd subject [ ro<t match e h - /
\/ ¥ subject sublect /
S ¥ concept - /
/ - AN / /"
\ - CHEMINF AN /
s PDB RDF 4 link ta jan | a v pd
¥ MeSH RDF & PubChemRDF v1.6 beta

ChEMBL RDF

Figure 1. Color-coded diagram showing a high-level overview of the PubChemRDF semantic relationships.



